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21 
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00 



Input Set: 1176664. RAW 



This Raw Listing contains the General Information 
Section and up to first 5 pages. 



<no> 



Lawrence 



/pi- 



<120> 
<130> 
<140> 
<141> 
<150> 
<151> 
<150> 
<151> 
<160> 



APPLICANT: Salkoff, 
Schreiber, Matthew 
Silvia, Chris 
The Washington University 
iCAgen Inc. 

TITLE OF INVENTION: A pH Sensitive Potassium Channel in Spermatocytes 
FILE REFERENCE: 018512 - 000120US 
CURRENT APPLICATION NUMBER: US/09/176 , 664 
CURRENT FILING DATE: 1998-10-21 
EARLIER APPLICATION NUMBER: US 60/063, 138 
EARLIER FILING DATE: 1997-10-22 
EARLIER APPLICATION NUMBER: US 60/076,172 
EARLIER FILING DATE: 1998-02-27 
NUMBER OF SEQ ID NOS : 53 



ENTERED 



SOFTWARE: Patentln Ver 
SEQ ID NO 1 
LENGTH: 1112 
TYPE: PRT 

ORGANISM: Mus musculus 
FEATURE : 

OTHER INFORMATION 
FEATURE : 
<221> NAME/KEY: VARIANT 
<222> LOCATION: (5) 

OTHER INFORMATION 
FEATURE : 

NAME/KEY: VARIANT 
LOCATION: (21) 
OTHER INFORMATION 
FEATURE : 

NAME /KEY: VARIANT 
LOCATION: (25) 
OTHER INFORMATION 
SEQUENCE : 1 



<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<223> 
<220> 



<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<400> 



2.0 



mouse Slo3 (mSlo3) 



polymorphic variant #2 Leu -> lie 



polymorphic variant #1 lie -> Val 



polymorphic variant #3 Ala -> Ser 



Met Ser Gin Thr Leu Leu Asp Ser Leu Asn Gin Lys Glu Leu Thr Glu 

15 10 15 

Thr Ser Cys Thr lie Glu lie Gin Ala Ala Phe lie Leu Ser Ser Leu 

20 25 30 

Ala Thr Phe Phe Gly Gly Leu lie lie Leu Phe Leu Phe Arg lie Ala 

35 40 45 

Leu Lys Ser Ser Arg Ser Trp Lys Tyr Val Lys Gly Pro Arg Gly Leu 

50 55 60 

Leu Glu Leu Phe Ser Ser Arg Arg lie Glu Ala Asn Pro Leu Arg Lys 
65 70 75 80 
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Input Set: 1176664. RAW 



45 


Leu 


Tyr 


Phe 


His 


Gly 


Val 


Phe 


Arg 


Gin 


Arg 


lie 


Glu 


Met 


Leu 


Leu 


Ser 


46 










85 










90 










95 




47 


Ala 


Gin 


Thr 


Val 


Val 


Gly 


Gin 


Val 


Leu 


Val 


lie 


Leu 


Val 


Phe 


Val 


Leu 


48 








100 










105 










110 






49 


Ser 


He 


Gly 


Ser 


Leu 


Val 


He 


Tyr 


Phe 


lie 


Asn 


Ser 


Met 


Asp 


Pro 


Val 


50 






115 










120 










125 








51 


Arg 


Arg 


Cys 


Ser 


Ser 


Tyr 


Glu 


Asp 


Lys 


lie 


Val 


His 


Gly 


Asp 


Leu 


Ser 


52 




130 










135 










140 










53 


Phe 


Asn 


Ala 


Phe 


Phe 


Ser 


Phe 


Tyr 


Phe 


Gly 


Leu 


Arg 


Phe 


Trp 


Ala 


Ala 


54 


145 










150 










155 










160 


55 . 


Glu 


Asp 


Lys 


He 


Lys 


Phe 


Trp 


Leu 


Glu 


Met 


Asn 


Ser 


He 


Val 


Asp 


He 


56 










165 










170 










175 




57 


Phe 


Thr 


He 


Pro 


Pro 


Thr 


Phe 


He 


Ser 


Tyr 


Tyr 


Leu 


Lys 


Ser 


Asn 


Trp 


58 








180 










185 










190 






59 


Leu 


Gly 


Leu 


Arg 


Phe 


Leu 


Arg 


Ala 


Leu 


Arg 


Leu 


Leu 


Glu 


Leu 


Pro 


Lys 


60 






195 










200 










205 








61 


He 


Leu 


Gin 


He 


Leu 


Gin 


Val 


He 


Lys 


Thr 


Ser 


Asn 


Ser 


Val 


Lys 


Leu 


62 




210 










215 










220 










63 


Ser 


Lys 


Leu 


Leu 


Ser 


He 


Val 


He 


Ser 


Thr 


Trp 


Phe 


Thr 


Ala 


Ala 


Gly 


64 


225 










230 










235 










240 


65 


Phe 


Leu 


His 


Leu 


Val 


Glu 


Asn 


Ser 


Gly 


Asp 


Pro 


Trp 


Leu 


Asn 


Gly 


Arg 


66 










245 










250 










255 




67 


Asn 


Ser 


Gin 


Thr 


Met 


Ser 


Tyr 


Phe 


Glu 


Ser 


He 


Tyr 


Leu 


Val 


Thr 


Ala 


68 








260 










265 










270 






69 


Thr 


Met 


Ser 


Thr 


Val 


Gly 


Phe 


Gly 


Asp 


Val 


Val 


Ala 


Lys 


Thr 


Ser 


Leu 


70 






275 










280 










285 








71 


Gly 


Arg 


He 


Phe 


He 


Val 


Phe 


Phe 


Thr 


Leu 


Gly 


Ser 


Leu 


lie 


Leu 


Phe 


72 




290 










295 










300 










73 


Ala 


Asn 


Tyr 


He 


Pro 


Glu 


Met 


Val 


Glu 


Leu 


Phe 


Ser 


Thr 


Arg 


Lys 


Lys 


74 


305 










310 










315 










320 


75 


Tyr 


Thr 


Lys 


Pro 


Tyr 


Glu 


Ala 


val 


Lys 


Gly 


Lys 


Lys 


Phe 


He 


Val 


Val 


76 










325 










330 










335 




77 


Cys 


Gly 


Asn 


He 


Thr 


Val 


Asp 


Ser 


Val 


Thr 


Ala 


Phe 


Leu 


Arg 


Asn 


Phe 


78 








340 










345 










350 






79 


Leu 


His 


Trp 


Lys 


Ser 


Gly 


Glu 


He 


Asn 


He 


Glu 


He 


Val 


Phe 


Leu 


Gly 


80 






355 










360 










365 








81 


Glu 


Thr 


Leu 


Pro 


Cys 


Leu 


Glu 


Leu 


Glu 


Thr 


Leu 


Leu 


Lys 


Cys 


His 


Thr 


82 




370 










375 










380 










83 


Ser 


Cys 


Thr 


Asn 


Phe 


Val 


Cvs 


Glv 


Thr 


Ala 


Leu 


Lvs 


Phe 


Glu 


Asd 


Leu 


84 


385 










390 










395 










400 


85 


Lys 


Arg 


Val 


Ala 


Val 


Glu 


Asn 


Ser 


Glu 


Ala 


Cys 


Leu 


He 


Leu 


Ala 


Asn 


86 










405 










410 










415 




87 


His 


Phe 


Cys 


Ser 


Asp 


Leu 


His 


Asp 


Glu 


Asp 


Asn 


Ser 


Asn 


He 


Met 


Arg 


88 








420 










425 










430 






89 


Val 


Leu 


Ser 


He 


Lys 


Asn 


Tyr 


Tyr 


Pro 


Gin 


Thr 


Arg 


val 


He 


He 


Gin 


90 






435 










440 










445 








91 


He 


Leu 


Gin 


Ser 


Gin 


Asn 


Lys 


Val 


Phe 


Leu 


Ser 


Lys 


He 


Pro 


Asn 


Trp 


92 




450 










455 










460 










93 


Asp 


Trp 


Ser 


Ala 


Gly 


Asp 


Asn 


He 


Leu 


Cys 


Phe 


Ala 


Glu 


Leu 


Lys 


Leu 


94 


465 










470 










475 










480 



i 
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PATENT APPLICATION US/09/176,664 



DATE: 03/24/1999 
TIME: 17:15:18 



Input Set : 



1176664. RAW 



95 
96 
97 
98 
99 
100 
101 
102 
103 
104 
105 
106 
107 
108 
109 
110 
111 
112 
113 
114 
115 
116 
117 
118 
119 
120 
121 
122 
123 
124 
125 
126 
127 
128 
129 
130 
131 
132 
133 
134 
135 
136 
137 
138 
139 
140 
141 
142 
143 
144 



Gly Phe lie Ala Gin Gly Cys Leu Val Pro Gly Leu Cys Thr Phe Leu 

485 490 495 

Thr Thr Leu Phe lie Glu Gin Asn Gin Lys Val Phe Pro Lys His Pro 

500 505 510 

Trp Gin Lys His Phe Leu Asn Gly Leu Lys Asn Lys lie Leu Thr Gin 

515 520 525 

Arg Leu Ser Asn Asp Phe Val Gly Met Thr Phe Pro Gin Val Ser Arg 

530 535 540 

Leu Cys Phe Val Lys Leu Asn Leu Met Leu lie Ala lie Gin His Lys 
545 550 555 560 

Pro Phe Phe His Ser Cys Cys Thr Leu lie Leu Asn Pro Ser Ser Gin 

565 570 575 

Val Arg Leu Asn Lys Asp Thr Leu Gly Phe Phe lie Ala Asp Ser Ser 

580 585 590 

Lys Ala Val Lys Arg Ala Phe Phe Tyr Cys Ser Asn Cys His Ser Asp 

595 600 605 

Val Cys Asn Pro Glu Leu lie Gly Lys Cys Asn Cys Lys lie Lys Ser 

610 615 620 

Arg Gin Gin Leu lie Ala Pro Thr lie Met Val Met Lys Ser Ser Leu 
625 630 635 640 

Thr Asp Phe Thr Thr Ser Ser His lie His Ala Ser Met Ser Thr Glu 

645 650 655 

lie His Thr Cys Phe Ser Arg Glu Gin Pro Ser Leu lie Thr lie Thr 

660 665 670 

Thr Asn Arg Pro Thr Thr Asn Asp Thr Val Asp Asp Thr Asp Met Leu 

675 680 685 

Asp Ser Ser Gly Met Phe His Trp Cys Arg Ala Met Pro Leu Asp Lys 

690 695 700 

Val Val Leu Lys Arg Ser Glu Lys Ala Lys His Glu Phe Gin Asn His 
705 710 715 720 

lie Val Val Cys Val Phe Gly Asp Ala Gin Cys Thr Leu Val Gly Leu 

725 730 735 

Arg Asn Phe Val Met Pro Leu Arg Ala Ser Asn Tyr Thr Arg Gin Glu 

740 745 750 

Leu Lys Asp lie Val Phe lie Gly Ser Leu Glu Tyr Phe Gin Arg Glu 

755 760 765 

Trp Arg Phe Leu Arg Asn Phe Pro Lys lie His lie Met Pro Gly Ser 

770 775 780 

Ala Leu Tyr Met Gly Asp Leu lie Ala Val Asn Val Glu Gin Cys Ser 
785 790 795 800 

Met Cys Val lie Leu Ala Thr Pro Tyr Lys Ala Leu Ser Ser Gin He 

805 810 815 

Leu Val Asp Thr Glu Ala He Met Ala Thr Leu Asn He Gin Ser Leu 

820 825 830 

Arg He Thr Ser Pro Thr Pro Gly Ser Ser Lys Ser Glu Val Lys Pro 

835 840 845 

Ser Ser Ala Phe Asp Ser Lys Glu Arg Lys Gin Arg Tyr Lys Gin He 

850 855 860 

Pro He Leu Thr Glu Leu Lys Asn Pro Ser Asn He His Phe He Glu 
865 870 875 880 
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145 




Gin 


Met 


Gly 


Gly 


Leu 


Asp 


Gly 


Met 


Leu 


Lys 


Gly 


Thr 


Ser 


Leu 


His 


Leu 




146 












885 










890 










895 






147 




Ser 


Thr 


Ser 


Phe 


Ser 


Thr 


Gly 


Ala 


Val 


Phe 


Ser 


Asp 


Thr 


Phe 


Leu 


Asp 




148 










900 










905 










910 








149 




Ser 


Leu 


Leu 


Ala 


Thr 


Ser 


Phe 


Tyr 


Asn 


Tyr 


His 


Val 


Val 


Glu 


Leu 


Leu 




150 








915 










920 










925 










151 




Gin 


Met 


Leu 


Val 


Thr 


Gly 


Gly 


He 


Ser 


Ser 


Glu 


Met 


Glu 


His 


Tyr 


Leu 




152 






930 










935 










940 












153 




Val 


Lys 


Glu 


Lys 


Pro 


Tyr 


Lys 


Thr 


Thr 


Asp 


Asp 


Tyr 


Glu 


Ala 


He 


Lys 




154 




945 










950 










955 










960 




155 




Ser 


Gly 


Arq 


Thr 


Arg 


Cys 


Lys 


Leu 


Gly 


Leu 


Leu 


Ser 


Leu 


Asp 


Gin 


Thr 




156 












965 










970 










975 






157 




Val 


Leu 


Ser 


Gly 


He 


Asn 


Pro 


Arg 


Lys 


Thr 


Phe 


Gly 


Gin 


Leu 


Phe 


Cys 




158 










980 










985 










990 








159 




Gly 


Ser 


Leu 


Asp 


Asn 


Phe 


Gly 


He 


Leu 


Cys 


Val 


Gly 


Leu 


Tyr 


Arg 


Met 




160 








995 








1000 








1005 










161 




He 


Asp 


Glu 


Glu 


Glu 


Pro 


Ser 


Gin 


Glu 


His 


Lys 


Arg 


Phe 


Val 


He 


Thr 




162 




1010 








1015 








1020 












163 




Arg 


Pro 


Ser 


Asn 


Glu 


Cys 


His 


Leu 


Leu 


Pro 


Ser 


Asp 


Leu 


Val 


Phe 


Cys 




164 




1025 






1030 








1035 








1040 




165 




Ala 


He 


Pro 


Phe 


Asn 


Thr 


Thr 


Cys 


Gly 


Lys 


Ser 


Asp 


Ser 


Ser 


Pro 


Phe 




166 










1045 








1050 








1055 






167 




Asn 


Phe 


Arg 


Leu 


Lys 


Thr 


Thr 


Leu 


Gin 


Thr 


Arg 


Arg 


Arg 


His 


Trp 


Pro 




168 








1060 








1065 








1070 








169 




Arg 


Gly 


Arg 


He 


Ser 


Ser 


He 


Arg 


Thr 


Met 


Pro 


Thr 


Ser 


Pro 


Thr 


He 




170 






1075 








1080 








1085 










171 




Phe 


Thr 


Gin 


Ser 


Thr 


Thr Arg Glu Arg Gly Gly Leu 


Ser 


Thr 


Thr 


Thr 




172 




1090 








1095 








1100 












173 




Pro 


Glu 


Ser 


He 


Leu 


Trp 


Thr 


Arg 




















174 




1105 






1110 
























175 


<210> 


SEQ 


ID NO 2 






























176 


<211> 


LENGTH : 


3339 




























177 


<212> 


TYPE 


I: DNA 






























178 


<213> 


ORGANISM: Mus musculus 
























179 


<220> 


FEATURE : 
































180 


<223> 


OTHER INFORMATION: mouse 


! Slo3 (mSlo3) 
















181 


<400> 


SEQUENCE 


I: 2 






























182 




atgtctcaaa cattgctaga cagtttaaat 


cagaaggagt 


tgacggaaac gtcatgtaca 


60 


183 




atcgaaatcc aggcagcgtt cattctttcc 


tccttggcga 


ctttcttcgg gggactcatc 


120 


184 




atcttattcc ttttcagaat agccttgaaa 


agctcaagaa 


gttggaaata cgtcaagggg 


180 


185 




ccaagaggac tcttggaact attctcatca 


cgtagaatcg 


aggctaatcc tttgaggaaa 


240 


186 




ctttactttc atggagtatt tcgtcagcgc 


atcgaaatgc 


tgctttctgc acagaccgtc 


300 


187 




gtggggcaag tgttggtgat ccttgtcttt 


gtactaagca 


tcgggtctct tgtgatctat 


360 


188 




ttcatcaatt caatggatcc tgttcgaagg 


tgttcttcat 


atgaagacaa aattgtccat 


420 


189 




ggggatttga gtttcaacgc tttctttagc 


ttctattttg 


ggttgaggtt ttgggcagct 


480 


190 




gaagacaaga tcaagttctg gttggagatg 


aattcaattg 


tagacatttt taccatcccg 


540 


191 




ccaaccttta tttcttatta tttgaagagt 


aattggctag 


gtttgagatt tctaagagct 


600 


192 




ctgcggttgc tcgaactccc taaaatctta 


cagatcctac 


aagtcatcaa gaccagcaat 


660 


193 




tcagtgaagc tttccaaact gttgtcaata 


gttatcagta 


cctggttcac ggcagcagga 


720 


194 




ttccttcacc tggtggaaaa ttctggtgac 


ccctggctca 


acggaagaaa ctcacagact 


780 
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PATENT APPLICATION US/09/176,664 TIME: 17:15:18 

Input Set: 1176664. RAW 

195 atgtcatact ttgagtctat ttatctggtg acagcaacaa tgtcaactgt tggctttggg 840 

196 gacgtggtgg ccaagacatc cctaggacgg attttcattg ttttcttcac ccttgggagt 900 

197 ttgatactat ttgcaaacta cattccagaa atggtggagc tcttttctac caggaagaaa 960 

198 tacaccaagc cctacgaagc agtcaaagga aaaaagttca tcgtggtctg tggaaacatc 102 0 

199 acagttgaca gtgttactgc tttcctgagg aattttctcc actggaagtc cggggaaatc 1080 

200 aatattgaga tcgtattcct tggagagact ctcccttgct tggaactgga gaccttactg 1140 

201 aagtgccaca catcctgtac caacttcgta tgcggcaccg cactgaagtt cgaggatctg 12 0 0 

202 aagcgagttg cagtggagaa ctcggaggcg tgcctgattc tagccaacca tttctgtagt 12 60 

203 gacttacatg acgaagacaa ctcaaacatt atgagggtgc tctcgatcaa gaactattat 1320 

204 ccacagacca gagtcatcat tcagatactt cagtctcaaa acaaggtttt cctgtcaaaa 1380 

205 atccccaact gggactggag tgctggagac aatatcctct gctttgcaga gctaaagctc 1440 

206 ggatttatcg cccaaggctg cttggtgcca gggctgtgca cctttctcac gactctgttc 1500 

207 attgaacaaa accaaaaggt ttttcctaaa catccctggc aaaaacattt cttgaatggc 1560 

208 ttgaagaaca agattctgac acagcgcctc tctaacgact tcgtggggat gacatttccc 1620 

209 caggtctccc ggctctgctt tgtgaagcta aatctcatgc tgatcgccat ccaacacaag 1680 

210 cccttctttc acagttgttg cactctgata ctaaacccat catcccaagt gaggctgaat 1740 

211 aaggacacct tagggttctt cattgcggac tcctccaaag ccgtcaaaag ggctttcttt 1800 

212 tactgttcca actgtcacag cgatgtgtgc aatcctgagc taattggaaa gtgtaactgt 1860 

213 aaaatcaaga gccgacaaca actcatagca ccgaccatca tggtgatgaa aagcagcttg 192 0 

214 accgatttca ccacttcttc acacatccac gcttctatgt caacagaaat tcacacttgt 1980 

215 ttttcaagag aacagcctag tttgatcacc attacaacca acagaccaac gacaaacgac 2 040 

216 acagtggatg ataccgacat gctggacagc agtggcatgt ttcactggtg cagagcaatg 2100 

217 cccttggaca aggtggttct gaaacgaagt gagaaggcaa aacacgagtt tcagaaccac 2160 

218 attgtagtat gcgtgtttgg agatgcccaa tgtaccctgg tggggcttcg gaatttcgtg 2220 

219 atgcccctga gagccagcaa ctacacccgg caggagctga aggacattgt ttttattggg 2280 

220 tctctggagt acttccagag agaatggcga tttctccgaa actttcccaa gatacacatt 2340 

221 atgcctggat ctgcactcta catgggagat ctgattgcag tcaatgtaga gcagtgctct 2400 

222 atgtgcfgtca tcttagccac accctacaag gcactgagca gccagattct ggtggacaca 2460 

223 gaggccatca tggccaccct caacatccag tccctgcgga tcaccagtcc tactccaggg 2520 

224 tcttcaaagt cagaagtaaa gccatcatct gcctttgata gtaaagaaag gaagcaaaga 2580 

225 tacaaacaga tccccattct cactgaactg aagaatccct ccaacatcca ctttattgag 2640 

226 cagatgggcg gactggatgg aatgctcaaa gggactagct tgcatctcag cacttctttc 2700 

227 tccaccggtg ctgtcttttc agacaccttc ttggattctc tcctggccac gtccttctac 2760 

228 aattaccatg tcgtggaatt acttcagatg ctagtgactg gaggcataag ctctgagatg 2820 

229 gaacactatt tggttaagga gaagccctat aagacaactg acgactatga ggcaatcaag 2880 

230 tctgggagga cgcggtgtaa gctgggactc ctctctttag accaaaccgt tctatcaggc 2940 

231 attaatccaa gaaaaacctt tggacagctg ttctgtggct cattggataa tttcgggatc 3000 

232 ctatgtgtcg gcttataccg tatgattgat gaagaggaac ccagccaaga acacaaaagg 3060 

233 tttgtgatca ccaggccatc caatgagtgc cacctgctgc cctcagatct cgtgttttgt 3120 

234 gccatccctt tcaacaccac ctgtggcaaa tcagacagca gtcctttcaa tttcaggctc 3180 

235 aaaacaactc tacaaacgcg acgacgccat tggcccaggg gtcgaatttc ttcgattcgc 3240 
23 6 accatgccga cgagtcccac gatctttacc cagtcgacga cacgggagag aggtggtctc 33 00 
23 7 agcaccacca ctcccgagtc tatcctttgg acacgttag 333 9 

238 <210> SEQ ID NO 3 

239 <211> LENGTH: 112 

240 <212> TYPE: PRT 

241 <213> ORGANISM: Homo sapiens 

242 <220> FEATURE: 

243 <223> OTHER INFORMATION: human Slo3-a (hSlo3-a) 
544 -oon>. FEATURE: 

Picas* Not*: . . - / 

Use r n and/or Xaa- have been delected la the Sequence Ustlog. Please review the S 
Sequence listing t ensure that a c responding explanatl n Is presented la the <220> lo\ CjZT 

<223> fields f each sequence which presents at least nen or Xaa. — - — 
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VERIFICATION SUMMARY W DATE: 03/24/1999 

PATENT APPLICATION US/09/176,664 TIME: 17:15:18 



Line ? Error/Warning 



251 W "N" or "Xaa" used: Feature required 
301 W "N" or "Xaa" used: Feature required 
326 W "N" or "Xaa" used: Feature required 



Input Set: 1176664. RAW 

Original Text 



Leu lie Ser Leu Leu lie Phe Arg Leu lie T 
Leu lie Ser Leu Leu lie Phe Arg Leu lie T 
Leu lie Ser Leu Leu lie Phe Arg Leu lie T 



